Software. The raw data were normalized using quantile normalization and then analyzed in GeneSpring GX software (zcomSilicon Genetics, Redwood City, CA, USA). Statistical analysis using ANOVA was conducted to compare the differentially expressed miRNAs.
SA-β-gal staining
Staining for SA-β-gal was performed following the manufacturer's recommended protocol (Cell Signaling Technology, USA).
Stained cells were viewed at 200x magnification under brightfield using a stereomicroscope (Olympus, Japan). The positive control cells were treated with doxorubicin (100nM) (Sigma-Aldrich, USA) for 3days.
Caspase 3/7 activity assay
Caspase 3/7 activity was measured using Caspase-Glo 3/7 Assay Systems (Promega) in accordance with the manufacturer's instructions. Tables   Table S1 . The primers/sequence used in the experiment Figures   Fig. S1   Fig. S1 . The procedure of functional screen. The functional screen was underwent via CCK-8 assay according to this procedure. 
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